Inflammatory bowel disease (IBD) with very early onset manifestations (younger than six years of age) is an essential pediatric gastrointestinal disease that encompasses a group of diverse and rare genetic defects. It may be associated with chronicity, premalignant nature, and high morbidity and mortality during childhood. Because of overlapping phenotypes, the definitive diagnosis based on conventional strategies is frequently a challenge. However, many patients with different molecular pathologies are treated with the same therapeutic strategy. In this context, it is essential to define a more reliable method to provide an opportunity for a rapid and accurate diagnosis.
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Here we report a novel homozygous exonic variant in a patient with an IBD-like lesion in the colon during the infancy period. A 7 months old boy who was born of a consanguineous marriage developed gastrointestinal disorders early in life. After complete diagnostic workups, this case underwent conventional therapy of IBD for five months; but clinical remission was not achieved. We identified a novel homozygous mutation (c.684C>T p(=)) in exon 7 of IL-12RB1 gene that in silico studies indicated its significance in the splicing process. At the 14 th month of age, this case died. Our finding reveals the importance of genetic screening as an early diagnostic tool in the identification of the underlying causes of IBD with very early onset manifestations, particularly infantile (< 2 years of age) IBD. This strategy makes an opportunity in prompt diagnosis and targeted therapy. 
Case presentation
We reported a seven month of age boy born to consanguineous healthy parents ( Figure 1 function. Phylogenetic P-values, which is a tool for measuring evolutionary conservation of sites by scoring them from -14 to +3, revealed that our target location was conserved across evolution.
The decisive score predicts the conservation and vice versa. Our target site got number 2.05 score.
Based on the location of the variant; we supposed that this region could be crucial in the splicing B: ESE finder report Sequence position site score However, this needs to be confirmed by a functional study. If the sequence of splice site surpasses the cutoff value, it is classified as alternative isoform/cryptic or constitutive. c.684C>T was found in a sequence that is predicted to be an alternative cryptic splice site which means it could alter splicing such that it disrupts the gene function. The cutoff value for acceptor site is 2.2, and for donor site is 4.5. F1, F2, F3, show all possible reading frame. As it is characterized, the region around nucleotide 750 is predicted as alternative cryptic 5' splice site.
Discussion
The gastrointestinal disorders with early onset manifestation represent a significant challenge in diagnosis, and subsequently appropriate treatment.
In 
